How many cores are needed to detect clinically significant prostate cancer on targeted MRI-US fusion biopsy?
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Results

Methods

Introduction

» We identified 744 patients with 581 lesions with PCa (Table 1)

» Sensitivity analysis: Among patients receiving only 5 cores, two-
core biopsy detected 72.9% of G>3+4 and 66.7% of G>3+4
(Table 2)

e 77% (279/361) of G>3+4 tumors, and 72% (137/189) of G>3+4
tumors were detected on two-core sampling (Table 3). Sampling
significantly increased CDR of G>3+4 with each additional core.

* For patients with PI-RADS 4 lesions, additional sampling beyond
5 cores significantly improved G>3+4 detection (P<0.05), while
for PI-RADS 5 lesions, sampling beyond 4 cores did not improve
G>3+4 detection (Table 4)

 Clinically significant CDR using a two-core approach was 84%
(147/176) In biopsy-naive patients, 73% (69/94) in prior
negative, and 68% (60/88) of men on active surveillance (Figure

While mpMRI-guided biopsies offer a high degree of accuracy
in the detection of clinically significant cancer, there is no
universally accepted standard for the number of targeted cores to
take from a particular region of interest (ROI). Given the risk of
infection, pain, high procedural and pathologic costs, and other
complications associated with prostate biopsy, there Is a clear need
to define the optimal sampling technique at the time of mpMRI-
guided biopsy.

We identified 628 men with targets on multi-parametric MRI
(mpMRI) who underwent targeted and systematic fusion biopsy
using the Artemis platform for clinical suspicion (n=465) or known
history of PCa (n=163). mpMRI studies were reviewed by
genitourinary radiologists using a 3-tiered Likert scale and PI-RADS
classification schema.

Biopsy was performed by two urologists performing a high
volume of fusion biopsies. Cores were taken sequentially from each
ROI with an even distribution. The primary outcome was the
proportion of high-grade (Gleason >3+4) cancers missed on a 2-
core lesion biopsy.

Objective

To better understand the optimal approach to lesion targeting,
we aimed to examine the cancer detection rate based on
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