CLINIC Gene expression signhature predicts biochemical and metastatic recurrence in men with

clinically localized prostate cancer treated with radical prostatectomy.
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v RT-gPCR was normalized with 3 endogenous controls: CLTC, RPL13A and GAPDH.

v'Univariate and multivariate logistic regression analysis was used to identify individual predictors of
BCR and metastatic recurrence.

v’ Kaplan Meier curves were used to discriminate two groups of localized PCa patients with a different
robability of tumour progression.

vThese gene expression biomarkers could have potential clinical
utility for i1dentifying the subset of patients that would benefit
from closer survelllance and adjuvant therapy.
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